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Abstract; [Objective] To investigate the relationship between the expression of CK-19 mRNA
and the clinical stage of nasopharyngeal carcinoma(NPC). [Methods] Real-time transcription-PCR as-
say was used to detect the expression of CK-19 mRNA in peripheral blood of 97 patients with NPC and
26 healthy individuals. [Results] The positive rate of CK-19 mRNA expression in peripheral blood of
NPC and healthy individuals was 94% (91/97) and 8% (2/26) respectively. The copy number of
CK-19 mRNA expression was significantly enhanced in T4 stage patients and patients with metastasis.
There was a good correlation between the clinical stage and the level of CK-19 mRNA. [ Conclusion]
The real-time transcription-PCR is a simple and accurate assay for detecting the expression of CK-19
mRNA in patients with NPC. It may be used to predict the early metastasis of NPC and to make an accu-
rate classification of clinical stage.
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Fig. 1 The standard curves of CK-19 mRNA by RT-PCR

Co: starting copy number; Ct: the cycle number at which the PCR

product copy number increase significantly
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Table 1 The absolute copy number of CK-19 mRNA in patients

and control n(copy) / g

Group n Median Interquartile range
Patient 97 779.5 4247.3
Control 26 7.12Y e

1) Wilcoxon rank sum test, P < 0.01; 2) can nol figure out

because of there are too many 0 value
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Table 2 The absolute copy number of CK-19 mRNA in dif-

ferent T, N and M stage n(copy) / pg

Group n Median Interquartile range
T1 10 367.5 3194.3
T2 24 416.5 807.2
T3 20 490.0 1403.0
T4 25 3190.0" 6044.0
NO 31 768.0 3623.0
N1 26 571.0 2897.0
N2 12 726.0 3772.3
N3 10 593.0% 4143.7
MO 79 616.0 3130.0
M1 18 11 800.0 56 690.0

1) every group compare with each other in T stage by K-W tes,
P <0.01; 2) every group compare with each other in N stage by K-W
test, P> 0.05; 3) Wilcoxon rank sum test in M stage , P <0.01
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Table 3 The absolute copy number of CK-19 mRNA in dif-

ferent clinical stage n(copy) /pg

Group n Median Interquartile Range
I 5 317.0 4 814.5
I 18 366.5 589.8
I 24 494.0 915.5
v 50 42250 10 861.5

Every group compare with each other by K-W test, P < 0.01
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